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Cloning, expression and purification of recombinant protein 
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Expression and purification of the N-terminal region of Smchd1 
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The overall conformation of the N-terminal region of Smchd1 is similar to that of full-length 
Hsp90
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The N-terminal region of Smchd1 is a catalytically active ATPase in its monomeric state 
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A FSHD2 mutation in the N-terminal region may cause loss-of-function of SMCHD1 

SMCHD1

in cellula

in vitro



et al.
et al.



E. coli

in vitro
in cellula

SMCHD1















Mus musculus Mm
Gallus gallus Gg Xenopus tropicalis Xt Saccharomyces cerevisiae
Sc Mm , Caenorhabditis elegans Cs  Arabidopsis thaliana At

Capsella rubella Cr
Eutrema salsugineum Es

 c(s),
μ

c(s)
s μ

μ
s

s



c(M),
μ

c(M) μ

μ

I q q

qRg

I

P
Rg Dmax P

Ab initio
Saccharomyces cerevisiae 



kcat

μ



q

I

Rg

I
 P(r)

Rg
P(r)

Dmax

Ab initio



Figure 1
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Figure 6
SMC hinge domain

Conformational change?ATP hydrolysis? Chromatin manipulation?

GHKL-ATPase domain

Mutations in FSHD patients:
Y353C, G425R, G478E, C492R, T527M, V615D, P690S


